

_ _ 

Serial Number 

| — | Changed a file from non-ASCII to ASCII TTCOt/YE 
□ ' Changed the margins in cases where the sequence text was "wrapped" dowr*io r tn*««t line. ^ ^ _ ^ 

□ Edited a format error in the Current Application Data section, specifically: 
: ■ TECUcm *v? m 

HT ' Edited the Current Application Data section with the actual current number. The number inpRSGpAV 

applicant was □ the prior application data; or □ other _ „ • -Jff I 

: - . • • • OCT IT flw 

| — | Added the mandatory heading and subheadings for "Current Application Data". 

(— 1 Edited the "Number of Sequences" field. The applicant spelled out a number instead of usinf m mm^ im 
r- ] Changed the spelling of a mandatory field (the headings oflubheadings), specHically: . 



□ Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 
□ 



□ 
□ 
□ 



Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NOs edited: 



Corrected subheading placement. All responses must be on the same line as each subheading. If the 
applicant placed a response below the subheading, this was moved to its appropnate place. 

Inserted colons after headings/subheadings. Headings edited included: 



Deleted extra, invalid, headings used by an applicant, specifically: 



Deleted: Q^wn-ASCII "garbage" at the beginning/^n d^file] : □ secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid texTSOch as • 



| j Inserted mandatory headings, specifically: 

| | Corrected an obvious error in the response, specifically: 



| — | . Edited identifiers where upper case is used but lower case is required, or vice versa. 
| | Corrected an error in the Number of Sequences field, specifically: 



| — | A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

□ Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field acc ordingly (err or 
due to a Patentln bug). Sequences corrected: ■ - 

I | Other: 



♦Examiner: The above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a copy of this form. 
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DATE: 10/14/2000 
RAW SEQUENCE LISTING TIME : 19:43:50 

PATENT APPLICATION: US/09/254 , 870A 

Tnnnt Set ■ A:\Pto.amc 

Output Set: N:\CRF3\10132000\l254870A.xaw 

3 <110> APPLICANT: SPENGLER, Dietmar 

4 JOURNOT, Laurent mr ,l e-rules coding for tumor suppressor 
a <120> TITLE OF INVENTION: Nucleic acid molecules cou y 

6 7 <120> proteins and methods for their isolation 
9 <130> FILE REFERENCE: 52130- A-PCT-US 
A <140> CURRENT APPLICATION NUMBER: 09/254, 8 7 OA 
C > 12 <141> CURRENT FILING DATE: 1999-08-16 
14 <160> NUMBER OF SEQ ID NOS : 17 
16 <170> SOFTWARE : Patentln Ver . 2.1 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH : 2790 

20 <212> TYPE: DNA 

21 <213> ORGANISM: Mus sp . 

23 <220> FEATURE: 

24 <221> NAME/KEY: CDS 

25 <222> LOCATION: ( 542 ).. (2542 ) 

27 <400> SEQUENCE: 1 +^ nn +„ acrcaccatca tggctgctta ggctgcgctg 60 

28 gaattcggga gagcaagcgg 9<=atctcctg ^cgccgtc gg g cggct agggt 120 
30 cctgcggatc gcggatccgg 9^cggagat ctgacggcg | cttgattgct 180 
32 aggtctgggt tggagtctgt ? cctgcttcc ttggcgtgtg 9 9^^ tgtctcctcg 2 40 
34 tcagcgtgcc atcggcttcg tatttgcata ggagtc g g * tMt gtctgtctct 00 
36 aagatagact ctcatggttt atgatccatc tc^g y y aatatctgcc tcacagctgg 360 
38 tctcacaggt ttgagtcttc agacttctac agaactccat ^ tggctgctag 420 
40 ctttcctgct ctcacagaag ^tacccagct ^tgtgctct 99 ttctgtctgg 480 
42 gctgtagcgc tgcctttctg g^gtcaggct £agtgactc £ aaccaaaggc 540 
44 gcttaaatgg cacagcagtt cc ^^f^^f ^"aag t c tic gtc acc ctg 589 

46 c atg get cca ttc ego tgt aaa tgt ggc g ^ Leu 

47 Met Ala Pro Phe Arg Cys Gin Lys Cys biy l5 
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OCUlZOOD 

'fiBSii CEKTER 1600/2900 



48 1 5 +a+ . tnr rac tec agg gag cgc cca ttc 637 

?; s; s: s s: s> *- £ £ - "* i; ™ 

E 3 £ 2 3 E 2 S ffi 2 K 2 2 2 2 S 2 " ; 
S 2 2 K 2 2 K S 2 2 S 2 3 2 2 2 $ 

60 50 „ *™ til aac egg aag gac cac ctg aag aac cac 781 

tl £ SS S £ S £ E ^ 1*1 Lp "is LYS U. Hj. 

IS £ ca 9 acc cac g .t ccc aac aa, .to tee tac jc, £ £ jat t,c 8 29 

67 Leu Gin Thr His Asp Pro Asn Lys He ser ly 95 

f; 3 3 Z 2 £ 2 2 IS 2 2 S 2 2 K 2 



72 100 105 
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PATENT APPLICATION: US/09/254 f 870A TIME: 19:43:50 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\10132000\l254870A.raw 

925 



74 cac teg gcg age aat ggc gat etc acc tgt ggg gtg tgc acc ctg gag 


75 His Ser Ala Ser Asn Gly Asp Leu Thr Cys Gly Val Cys Thr Leu Glu 


76 


115 








120 








125 






78 ctg ggg age acc gag gtc ctg ctg gac cac etc aag tct cac gcg gaa 


79 Leu Gly Ser Thr Glu Val Leu Leu Asp His Leu Lys Ser His Ala Glu 


80 130 








135 








140 








82 gaa aag gee aac cag gca ccc agg gag aag aaa tac cag tgc gac cac 


83 Glu Lys Ala Asn Gin Ala Pro Arg Glu Lys Lys Tyr Gin Cys Asp His 


84 145 








150 








155 








160 


86 tgt gat aga tgc ttc tac acc egg aaa gat gtg cgt cgc cac ctg gtg 


87 Cys Asp P 
88 


L rg Cys Phe Tyr Thr Arg Lys Asp Val Arg Arg His Leu Val 




165 








170 








175 


90 gtc cac aca gga tgc aag gac ttc ctg tgt cag ttc tgt gec cag aga 


91 Val His Thr Gly Cys Lys Asp Phe Leu Cys Gin Phe Cys Ala Gin Arg 


92 




180 








185 








190 




94 ttt ggg cgc aaa gac cac etc act cgt cac acc aag aag acc cac tec 


95 Phe Gly Arg Lys Asp His Leu Thr Arg His Thr Lys Lys Thr His Ser 


96 


195 








200 








205 






98 cag gag ctg atg caa gag aat atg cag gca gga gat tac cag age aat 


99 Gin Glu Leu Met Gin Glu Asn Met Gin Ala Gly Asp Tyr Gin Ser Asn 


100 


210 










215 










220 








102 ttc 


caa 


etc 


att 


gcg 


cct 


tea 


act 


teg 


ttc 


cag 


ata 


aag 


gtt 


gat ccc 


103 Phe 


Gin 


Leu 


He 


Ala 


Pro 


Ser 


Thr 


Ser 


Phe 


Gin 


He 


Lys 


Val 


Asp Pro 


104 225 










230 










235 








240 


106 atg 


cct 


cct 


ttc 


cag 


eta 


gga 


gcg 


get 


ccc 


gag 


aac 


ggg 


ctt 


gat ggt 


107 Met 


Pro 


Pro 


Phe 


Gin 


Leu 


Gly 


Ala 


Ala 


Pro 


Glu 


Asn 


Gly 


Leu 


Asp Gly 


108 








245 










250 










255 


110 ggc 


ttg 


cca 


ccc 


gag 


gtt 


cat 


ggt 


eta 


gtg 


ctt 


get 


gee 


cca 


gaa gaa 


111 Gly 


Leu 


Pro 


Pro 


Glu 


Val 


His 


Gly 


Leu 


Val 


Leu 


Ala 


Ala 


Pro 


Glu Glu 


112 






260 










265 










270 




114 get 


ccc 


caa 


ccc 


atg 


ccg 


ccc 


ttg 


gag 


cct 


ttg 


gag 


cct 


ttg 


gag cct 


115 Ala 


Pro 


Gin 


Pro 


Met 


Pro 


Pro 


Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


Leu 


Glu Pro 


116 




275 










280 










285 






118 ttg 


gag 


cct 


ttg 


gag 


ccg 


atg 


cag 


tct 


ttg 


gag 


cct 


ttg 


cag 


cct ttg 


119 Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


Met 


Gin 


Ser 


Leu 


Glu 


Pro 


Leu 


Gin 


Pro Leu 


120 


290 










295 










300 








122 gag 


ccg 


atg 


cag 


cct 


ttg 


gag 


cca 


atg 


cag 


cct 


ttg 


gag 


ccg 


atg cag 


123 Glu 


Pro 


Met 


Gin 


Pro 


Leu 


Glu 


Pro 


Met 


Gin 


Pro 


Leu 


Glu 


Pro 


Met Gin 


124 305 










310 










315 








320 


126 cct 


tta 


gag 


cct 


ttg 


gag 


cct 


ctg 


gag 


ccg 


atg 


cag 


cct 


ttg 


gag ccg 


127 Pro 


Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


Met 


Gin 


Pro 


Leu 


Glu Pro 


128 








325 










330 










335 ' 


130 atg 


cag 


cct 


ttg 


gag 


cct 


atg 


cag 


cca 


atg 


ctg 


cca 


atg 


cag 


cca atg 


131 Met 


Gin 


Pro 


Leu 


Glu 


Pro 


Met 


Gin 


Pro 


Met 


Leu 


Pro 


Met 


Gin 


Pro Met 


132 






340 










345 










350 




134 cag 


cca 


atg 


cag 


cca 


atg 


cag 


cca 


atg 


ctg 


cca 


atg 


cag 


cca 


atg ctg 


135 Gin 


Pro 


Met 


Gin 


Pro 


Met 


Gin 


Pro 


Met 


Leu 


Pro 


Met 


Gin 


Pro 


Met Leu 


136 




355 










360 










365 






138 cca 


atg 


cag 


cca 


atg 


cag 


cca 


atg 


cag 


cca 


atg 


ctg 


cca 


atg 


cca gag 



973 
1021 
1069 
1117 
1165 
1213 
1261 
1309 
1357 
1405 
1453 
1501 
1549 
1597 
1645 
1693 
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PATENT APPLICATION: US/09/254, 870A TIME . 

input Set : A:\Pto.amc 

Output Set: N:\CRF3\10132000\l254870A.raw 

139 Pro Met Gin Pro Met Gin Pro Met Gin Pro Met Leu Pro Met Pro Glu 

\\l ccg III ttc act ctg cac cct ggc *ta gtt ccc acc tct cct ccc cca 1741 

143 Pro Ser Phe Thr Leu His Pro Gly Val Val Pro Thr ber ^ 

144 385 390 ^ ^ _ ni . t rct acc tca tat gec 1789 

s s £ a ss e s s £ 2« 2 s. *, :s «. 

S 2 £ SS S K - SS K K S S 5 K £ S 2 
1 KS S £ 2 SS 53 £ 2 2 SS K 2 S3 S 2 2 
3 S £ £ 2 S £ SS 2 2 2 S3 SS £ S! 2 SS 
£22^2 S3 22^22 a2£K!2j» 
S! K S2 SS £ £ £ 2 2 55 £ S 52 2 2 2 "» 

168 . ra „ lat <wc ttt gtg aat age acc ate cct gtg ggg cct 2077 

170 cct act ccc cag aat ggc r^x gvy a y 

171 Pro Thr Pro Gin Asn Gly Phe Val Asn Ser Thr He Pro va^ 

111 IS S3 S 2 2 55 S £ S S 2 !2 S3 SS SS 2 " 2 = 
1H III 2 2 2 2 2 2 2 2 2 2 2 SS 2 2 2 

S SS ~ SS 2 2 2 S3 2 SS 2 53 2 SS £ SS 2 "~ 

» S3 SS 2 2 SS 2 SS 2 2 53 52 2 2 5S 2 SS »" 

ii 2 53 SS 5S 2 S 2 SS 2 SS 2 SS 2 SS 2 S3 

J" 2 SS 2 S3 2 S3 2 SS 2 IS 2 !S 2 SS 2 SS "» 
iH 2 StS 2 SS 2 SS S3 53 2 K SS K SS SS SS K 

200 610 „ a aaa cca qag gca cag gca gaa gaa 2461 

202 gag gaa gga gca gag gaa gga gca gaa cca gag g g s ^ 

203 Glu Glu Gly Ala Glu Glu Gly Ala Glu Pro bin a" 
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204 625 630 635 640 

206 gag gaa gag gaa gag gaa gcg gaa gag cca cag cca gaa gaa gcc caa 2509 

207 Glu Glu- Glu Glu Glu Glu Ala Glu Glu Pro Gin Pro Glu Glu Ala Gin 

208 645 650 655 

210 ata gca gga etc gtc tat aag aaa tgg aca gtt tagttcctct tcttgttagc 2562 

211 lie Ala Gly Leu Val Tyr Lys Lys Trp Thr Val 

212 660 665 

214 ttactctgta gtttcttctt cttgttgccc attgtgtagc tttatagagt. gtgaegctat 2622 
216 tgatgtctcc attttttaaa gtgaatttaa atgtactgtt caatattttt catgtgatgt 2682 
218 tgttccaatg tgagttacga cttcatttat cttaaagaca aaactggttg tcagtcatat 2742 
220 ctgacagaag aaagaaatca ctgtgtaacc aagecatata gcggccgc 2790 

223 <210> SEQ ID NO: 2 

224 <211> LENGTH: 667 

225 <212> TYPE: PRT 



226 


<213> ORGANISM: 


Mus 


sp. 






















228 


<400> SEQUENCE : 


2 
























229 


Met 


Ala' 


Pro 


Phe 


Arg 


Cys 


Gin 


Lys 


Cys 


Gly 


Lys 


Ser 


Phe 


Val 


Thr 


Leu 


230 


1 








5 










10 










15 


Phe 


232 


Glu 


Lys 


Phe 


Thr 


He 


His 


Asn 


Tyr 


Ser 


His 


Ser 


Arg 


Glu 


Arg 


Pro 


233 






20 










2 5 










.3 U 






235 


Lys 


Cys 


Ser 


Lys 


Ala 


Glu 


Cys 


Gly 


Lys 


Ala 


Phe 


Val 


Ser 


Lys 


Tyr 


Lys 


236 


35 










40 










45 








238 


Leu 


Met 


Arg 


His 


Met 


Ala 


Thr 


His 


Ser 


Pro 


Gin 


Lys 


He 


His 


Gin 


Cys 


239 




50 








55 










60 










241 


Thr 


His 


Cys 


Glu 


Lys 


Thr 


Phe 


Asn 


Arg 


Lys 


Asp 


His 


Leu 


Lys 


Asn 


His 


242 


65 








70 










75 










80 


244 


Leu 


Gin 


Thr 


His 


Asp 


Pro 


Asn 


Lys 


He 


Ser 


Tyr 


Ala 


Cys 


Asp 


Asp 


Cys 


245 










85 










90 










95 




247 


Gly 


Lys 


Lys 


Tyr 


His 


Thr 


Met 


Leu 


Gly 


Tyr 


Lys 


Arg 


His 


Leu 


Ala 


Leu 


248 


100 










105 










110 






250 


His 


Ser 


Ala 


Ser 


Asn 


Gly 


Asp 


Leu 


Thr 


Cys 


Gly 


Val 


Cys 


Thr 


Leu 


Glu 


251 






115 










120 










125 






Glu 


253 


Leu 


Gly 


Ser 


Thr 


Glu 


Val 


Leu 


Leu 


Asp 


His 


Leu 


Lys 


Ser 


His 


Ala 


254 




130 










135 










140 










256 


Glu 


Lys 


Ala 


Asn 


Gin 


Ala 


Pro 


Arg 


Glu 


Lys 


Lys 


Tyr 


Gin 


Cys 


Asp 


His 


257 


145 








150 










155 










160 


259 


Cys 


Asp 


Arg 


Cys 


Phe 


Tyr 


Thr 


Arg 


Lys 


Asp 


Val 


Arg 


Arg 


His 


Leu 


Val 


260 








165 










170 










175 




262 


Val 


His 


Thr 


Gly 


Cys 


Lys 


Asp 


Phe 


Leu 


Cys 


Gin 


Phe 


Cys 


Ala 


Gin 


Arg 


263 








180 










185 










190 






265 


Phe 


Gly 


Arg 


Lys 


Asp 


His 


Leu 


Thr 


Arg 


His 


Thr 


Lys 


Lys 


Thr 


His 


Ser 


266 






195 










200 










205 








268 


Gin 


Glu 


Leu 


Met 


Gin 


Glu 


Asn 


Met 


Gin 


Ala 


Gly 


Asp 


Tyr 


Gin 


Ser 


Asn 


269 




210 










215 










220 










271 


Phe 


Gin 


Leu 


He 


Ala 


Pro 


Ser 


Thr 


Ser 


Phe 


Gin 


He 


Lys 


Val 


Asp 


Pro 


272 


225 










230 










235 










240 


274 


Met 


Pro 


Pro 


Phe 


Gin 


Leu 


Gly 


Ala 


Ala 


Pro 


Glu 


Asn 


Gly 


Leu 


Asp 


Gly 


275 










245 










250 










255 




277 


Gly 


Leu 


Pro 


Pro 


Glu 


Val 


His 


Gly 


Leu 


Val 


Leu 


Ala 


Ala 


Pro 


Glu 


Glu 
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PATENT APPLICATION : US/09/254 , 870A 



DATE: 10/14/2000 
TIME: 19:43:50 



Input Set : A:\Pto.amc 

Output Set: N:\CRF3\10132000\I254870A.raw 



278 








260 










2 6 5 










270 






280 


Ala 


Pro 


Gin 


Pro 


Met 


Pro 


Pro 


Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


281 






27 5 










£ oU 










28 5 








283 


Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


Met 


Gin 


er 


Leu 


Glu 


Pro 


Leu 


Gin 


Pro 


Leu 


284 




290 










2 95 










300 








Gin 


286 


Glu 


Pro 


Met 


Gin 


Pro 


Leu 


Glu 


Pro 


M t 
e 


Gin 


Pro 




Glu 


Pro 


Met 


287 


305 










310 










315 










320 


289 


Pro 


Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


Leu 


Glu 


Pro 


Met 


Gin 


Pro 


Leu 


Glu 


Pro 


290 










325 










3 30 










335 




292 


Met 


Gin 


Pro 


Leu 


Glu 


Pro 


Met 


Gin 


Pro 


Met 


Leu 


Pro 


Met 


Gin 


Pro 


Met 


293 








340 










J 4 D 










350 






295 


Gin- 


Pro 


Met 


Gin 


Pro 


Met 


ij-Ln 


Pro 


Met 




Pro 


Met 


Gin 


Pro 


Met 


Leu 


296 






355 










3 60 










365 






Glu 


298 


Pro 


Met 


Gin 


Pro 


Met 


Gin 


Pro 


Met 


r* 1 n 


ro 


Met 


Leu 


Pro 


Met 


Pro 


299 




370 










3 7 5 










380 










301 


Pro 


Ser 


Phe 


Thr 


Leu 


His 


Pro 


Gly 


Val 


v ax 


Pro 


Thr 


r 
er 


Pro 


Pro 


Pro 


302 


385 










3 90 










39 5 










4 00 


304 


lie 


lie 


Leu 


Gin 


Glu 


His 


Lys 


Tyr 


Asn 


Pro 


Val 


Pro 


Thr 


Ser 


Tvr 


Ala 


305 










405 










410 










415 




307 


Pro 


Phe 


Val 


Gly 


Met 


Pro 


Val 


Lys 


Ala 


Asp 


Gly 


Lvs 


Ala 


Phe 


Cvs 


Asn 


308 








420 










4 2. D 










43 0 






310 


Val 


Gly 


Phe 


Phe 


Glu 


Glu 


Phe 


Pro 


Leu 


Gin 


Glu 


Pro 


Gin 


Ala 


Pro 


Leu 


311 




435 










44 0 










44 5 








313 


Lys 


Phe 


Asn 


Pro 


Cys 


Phe 


Glu 


Met 


Pro 


e 


Glu 


G ly 


Phe 


Gly 


tjys 


Val 


314 


450 










4 5 5 










4 60 










316 


Thr 


Leu 


Ser 


Lys 


Glu 


Leu 


Leu 


Val 


Asp 


Ala 


Val 




He 


Ala 


He 


Pro 


317 


465 










4 70 










/I 7K 

4 / D 










480 


319 


Ala 


Ser 


Leu 


Glu 


I le 


Ser 


Ser 


Leu 


Leu 


Gly 


Phe 


Trp 


Gin 


Leu 


Pro 


Pro 


320 










4 85 










49 0 










49 5 




322 


Pro 


Thr 


Pro 


Gin 


Asn 


Gly 


Phe 


Val 


As n 


Ser 


Thr 


He 


Pro 


Val 


Glv 


Pro 


323 








500 










50 5 










510 






325 


Gly 


Glu 


Pro 


Leu 


Pro 


His 


Arg 


± le 


Thr 


Cys 


Leu 


Ala 


Gin 


Gin 


Gin 


Pro 


326 




515 




















52 5 








328 


Pro 


Pro 


Leu 




Pro 


Pro 


Pro 


Pro 


Leu 


Pro 


Leu 


Pro 


Gin 


Pro 


Leu 


Pro 


329 




530 










535 










540 










331 


Val 


Pro 


Gin 


Pro 


Leu 


Pro 


Gin 


Pro 


Gin 


Met 


Gin 


Pro 


Gin 


Phe 


Gin 


Leu 


332 


545 










550 










555 










560 


334 


Gin 


He 


Gin 


Pro 


Gin 


Met 


Gin 


Leu 


Pro 


Gin 


Leu 


Leu 


Pro 


Gin 


Leu 


Gin 


335 










565 










570 










575 




337 


Pro 


Gin 


Gin 


Gin 


Pro 


Asp 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


338 








580 










585 










590 






340 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


341 






595 










600 










605 








343 


Pro 


Glu 


Pro 


Glu 


Pro 


Glu 


Glu 


Glu 


Gin 


Glu 


Glu 


Ala 


Glu 


Glu 


Glu 


Ala 


344 




610 










615 










620 










346 


Glu 


Glu 


Gly 


Ala 


Glu 


Glu 


Gly 


Ala 


Glu 


Pro 


Glu 


Ala 


Gin 


Ala 


Glu 


Glu 


347 


625 








630 










635 










640 


349 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Ala 


Glu 


Glu 


Pro 


Gin 


Pro 


Glu 


Glu 


Ala 


Gin 


350 










645 










650 










655 







Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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L:3 70 M:258 W; Mandatory Feature »"sing, <221> seq id#;3 

L:3 70 M:258 W: M *" d ™ Mature required, for SEQ IDt : 3 

L: 370 M:340 W: (46) "n" or Xaa used^ Feat 4 g jd# . ? 

L:3 95 M:258 W: Mandatory Feature "^sing, <221> no im _ 5 

L: 395 M:258 W. Mandatory Feature *£2> ^ £<jr SEQ ID# ; 5 

L:3 95 M:340 W: (46) "n" or ''Xaa' usefl. Fe > » «^ SEQ ID#:7 

L :429 M:258 W. Mandatory Feature «21> no id# ? 

L L ;: 2 2 9 9 m : 34 8 0 SI ^H^W "rLSe retired, for SEQ I0»:7 
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